Creating Reports from GenomeQuest

Support for gene sequence databases, starting with GenomeQuest,
was introduced in BizInt Smart Charts for Patents 3.2.

Results of sequence searches can be sent from GenomeQuest to BizInt
Smart Charts for Patents using the “XML for BizInt Smart Charts” option from the
GenomeQuest “Launch Application” panel. See back for details.
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Customizing reports

You can use BizInt Smart Charts to quickly eliminate “false hits.” To hide
rows, use Edit | Hide Rows or de-select the rows on the View | Rows panel.
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To select and rearrange columns, select View | Columns. Check the col-
umns you wish to have visible in the chart. To rearrange columns, select

Display Columns

the column name and drag.

Combining reports and “Identify Common Patent Family”

Use File | Combine to combine different charts into a single chart. You can
combine charts from different databases and sources, including Genome
Quest. Charts must be open to be combined.

Use Toals | Identify Common Patent Family to create a new “Common Family”
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For more information on creating, customizing and distributing
reports, download the Mini Guide from our website:

http://www.bizcharts.com/pdfs/PatentsMiniGuide.pdf
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