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Today’s Agenda

* Creating reports from GenomeQuest

» Transferring publication numbers to Orbit

« Combining reports

* Identify Common Patent Family

* Reference Rows

* Creating a Summary Table of Sequence Hits
* Exports, including Summary Records
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IP Sequences on GenomeQuest

« GQPAT (© GenomeQuest

Home = IP 2020-05-26 13:21:20 = Full aln results

o Geneseq Result View Export Applications

EMBOSS »

» CAS Biosequences (new in version 5.3.2) Vriterng v | | g6 ¢

Use the BizInt application to export TRRBIIRERTRR oo o s
Discovery Browser export available (beta) H &E

HCDR2 1-3 of 33 [ View yector NTI

100.00  100.00  100.00 0 HCDRZ
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Improvements to GenomeQuest Exports

* Filters and selections now carry over to exports

Export - Bizint X Import Options

it

f
Records in the imported file (by database):

17 records: GRAPAT Gold+ Proteins
¢ records: GAPAT Platinurn Prateins

You are about to export the top 3 results per query (24 total) .

| - Selections

all 2,549 results '

Top 3 results per query (24 total ) |

Create new chart?

Export | | Cancel | | | ak. | Cancel Help
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Bizlnt exports now available in Discovery Browser

» Great way to refine your results before export
* Filter to only claimed sequences ~ Patent Sequence Location

¥ Claim (495)

View: 495 Alignments = 2]

 Reduce results to
unique family sequences

3l 312 pPatent Numbers nt

495 Alignments 1

e

233 Unique Segs in 159 Families [l

=

N 1
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Bizlnt exports now available in Discovery Browser

 BizInt Smart Charts connector is available today
in a beta version of Discovery Browser

Export Results ® Import Options

r Spreadsheet

Records in the imported file [by database);

» Publication Mumbers You are about to export alignments to BizInt s
¢ Document R . eGP P
= Connectors 95 aignment |

- Export to LifeQuest - i

- Bizlnt Smart Charts

| ] 4 | Cancel Help

» Sequences
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B R R R NN RS
Three Classes of Content in GQPAT

 Bibliographic data (title, family, inventors)
* Sequence data (sequence, organism, location)
* Query data (alignment, query ID, pct. Identity)
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B R R R NN RS
GQPAT Content in Bizint Smart Charts

Ebola Antibodies (May 2020)
Patent Family
Title Query ID Patent Assignee Inventor(s) Alignment Claimed Seq D Seq. ID Num
Patent Kind Date

BROADLY NEUTRALIZING HCDR2 US20200040065 20200206 INTEGRATED AMAN MOHAMMAD o 1 GMIDMNSASTHNYMPSLET | 1-10 LS2020004006°
ANTIBODY TARGETING THE CHN110087677 BIOTHERAFPEUTICS, JAVAD 17
EBOLAVIRUS GLYCOPROTEIN EP2525213 INC.; THE UNMIVERSITY | HOWELL KATIE A i
INTERHAL FUSION LOOP WOR018071245 OF MARYLAMD HOLTSBERG g 1 GMIDMSASTHNYMNPSLKT

FREDERICK WAYMNE 17

FHAQ XUELIAM

LI YLEXING
BROADLY NEUTRALIZING HCDR2 WO2018071345 20180419 INTEGRATED AMAM, Mohammad Q 1 GMIDMSASTHNYMNPSLET  1-15 WO2018071345
ANTIBODY TARGETING THE CH110087677 BIOTHERARPEUTICS; Javad 17 17
EBOLAVIRUS GLYCOPROTEIN EP2525213 UNIVERSITY OF HOWELL, Katie A RN 20-27
INTERHAL FUSION LOOP US20200040065 MARYLAMD HOLTSBERG, Frederick S: 1 GMIDMNSASTHMYMPSLKET

Wayne 17

Ik ZHAD, Xuelial

LI, Yuxing New Content
BROADLY NEUTRALIZING HCDR:2 U320200040065 20200206 INTEGRATED AMAN MOHAN e = reraerrererrer WP SLKT | 1-10 LS2020004006¢
ANTIBODY TARGETING THE CH110087677 BIOTHERAFEUTICS, JAVAD 17
EBOLAVIRUS GLYCOPROTEIN EP35252813 INC.; THE UNIVERSITY | HOWELL KATIE A i
INTERNAL FUSION LOOP WO2018071345 OF MARYLAMD HOLTSBERG = 50 GMNIDMSASTHYMNPSLET

FREDERICK WAYME 3]

ZHAQ XUELIAMN

LI ¥YLEXING
BROADLY NEUTRALIZING HCDR2 WO2018071345 201804149 INTEGRATED AMAM, Mohammad Q: 1 GMIDMNSASTHNYMNPSLET @ 1-15 W0O2018071345
ANTIBODY TARGETING THE CHN110087677 BIOTHERAFEUTICS; Javad 17 17
EBOLAVIRUS GLYCOPROTEIN EP2525213 UNIVERSITY OF HOWELL, Katie A [ 20-27
INTERHAL FUSION LOOP US20200040065 MARYLAMD HOLTSBERG, Frederick 3: 50 GMIDMSASTHMYMNPSLET

Wayne 66

ZHAD, Xuelian

LI, Yuxing
BROADLY NEUTRALIZING LCDR3 US20200040065 20200206 INTEGRATED AMAN MOHAMMAD o 1 QOHMTLPLT 9 1-10 LS2020004006°
ANTIBODY TARGETING THE CHN110087677 BIOTHERAFPEUTICS, JAVAD mn
EBOLAVIRUS GLYCOPROTEIN EP2525213 INC.; THE UNMIVERSITY | HOWELL KATIE A g 1 QOHMTLPLT 9
INTERHAL FUSION LOOP WOR018071245 OF MARYLAMD HOLTSBERG

FREDERICK WAYMNE



Multi-query searches on GenomeQuest

* Query labels are available in the QueryID column | aeo
e.g. LC, LCDR1/2/3...

* If you run each query as a separate search, fill
the Query ID in each chart by selecting the
column and pasting in the new value.

* Then combine.

© 2020 BizInt Solutions, Inc | www.bizint.com



Formatting for Alignments

* Choose the Fixed Width option

for Quick Format s s
 Don’t just change the font :

for the column ... that looks ok in —
BizInt Smart Charts, | oo 5 e :
but loses spaces when exported! NN v <o e ;
e
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Transferring publication numbers to Orbit

 In a small set like this, collect all publication
numbers

e Tools | Statistics creates an Excel sheet
* Copy the publication numbers

* An alternative that works with Orbit is to
simply Copy the Patent Number column

« Paste the numbers into
Orbit’s “Number Search” panel

Patent Number

Patent Date

Patent

Patent |

WO 2014115883

20140731

Records
Record on Publisher Website

Publisher Images

Column Properties...

Row Properties...

Add Row
Hide Row
Mowve Row
Hide Column
Sort...
Statistics...

Highlight cells
Highlight rows
Cut

Copy

W02014115893
AU2014208456
CA2899052
CMN104955839
EP2966026

Ctrl+H
Ctrl+M

Ctrl+L
Ctrl+5Shft+L

Ctrl+X
Ctrl+C
Ctrl+V
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Searching Orbit Collections

Bizlnt Smart Charts supports all three search
collections on Orbit.com:

* Family (FAMPAT)
* Publication (FULLPAT)
* Full Text (definitions updated in 5.3.2)

« Collections

Search in: ® world patents (full text & biblio) grouped by invention-based families (FampPat) (@)
warld patents (full text & biblio) displayed by individual country (FullPat)

59 authorities (full text only) displayed by individual country (Full Text) @

© 2020 BizInt Solutions, Inc | www.bizint.com



Exporting from Orbit

There are two ways to export results from Orbit
Easiest is the BizInt partner export

Y =R A= E - @~ [+ Oh- Family g1
- Standard set of bibliographic and status data | . | cesess
* Independent Claims only
@ Help “vantagePoint
% Bizint
[] Ris {D
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e ————————— e
Exporting from Orbit - XML option

* You can select fields using Export and XML format
* Make sure you include family number (FAN)
 Allows you to choose full claims

Export options

rrrrrrrrr

XLSX PDF RTF TXT csv XML
x| |Al EYN E B |«
— Data
Profi Last unsaved profile

7 Advanced options

ooooo ed ~ M| %
eeeeeeeeeee XML format Lite
Numbers Title (orbit disp
Application ||| /Images (=0 * Full
. Pu umbers
Family Ori ment l
5] Ab | .
Image file format * png

Application *| Assigness

Family numbers

Claims

Title
tttttt

Family numbers

Assignees
Inventors Priarity d;
Ranrasantativas MBS i
Filter on category [ field name / field coda Filter...
Advanced options
.
© 2020 Bizint




Orbit - export results, Family Status, Normalized Assignee

* Creating Reports from Databases and Hosts
for instructions on each platform

- e Family Status Family Patent Assignee

Aeepentent =iaims Pub No. state Status Expiry Normalized
WO2020/065252) % W0 202065252 A1 ALIVE PEMDING 2022-03-25 KYMAB

+ 1. An antibody or fragment GB 201815629 D0 DEAD LAPSED 2020-03-25

comprising a binding site which

specifically binds to Bone

Morphogenetic Protein G (BMPG),

wherein the binding site

comprises a VH domain, wherein

the VH domain comprises a

CDRH3 sequence of a VH domain

comprising SEQ 1D MO 114,

38. An antibody, fragment,

combination, vector, host cell, use

or method as herein described.

WO2018/071345) EP 3525813 A1 ALIVE PEMDING 2037-10-09 INTEGRATED

1. An isolated antibody or WO 20187134541 DEAD LAPSED 2020-04-11 BIOTHERAEPUTICS

antigen-binding fragment thereof S 20200040065  ALIVE PEMDIMNG  2037-10-09 LUMIVERSITY OF

comprising a binding domain that 41 MARYLAMD

specifically binds to an CM 110087677 A ALIVE PEMDING 2037-10-09

orthologous epitope in the internal

fusion loop of an ebolavirus

glycoprotein, wherein the binding

domain specifically binds to the

epitope on two or more ebolavirus

species ar strains.

© 2020 BizInt Solutions, Inqu==errrere) EP 2760889A1  DEAD LAPSED  2018-10-00  TEVA

4 ATERIELlika inand 4a (T 4at CD 240200 A4 Al NIC COCRICIRI, DA% N0 S0 PHARMATELIITIH Al &



Combine Charts

————
o Bot h C h a rtS O pe n Step 3 - Select options for new combined chart:

Enter new chart title: Finizh

° F'ile | Comb'ine Ebola: FamPat + GOPa < Back

Select the operation you would hike to perform:

Cancel
" Combine charts rom different databases.

Build a report from different sources, aligning common figlds.

J4:

Help
" Add additional results from same search.

Create one report from results saved in zeveral files.

| " Werge results from different search strategies.
I1ze the Row Statuz column to zee differences in resultz,

* Combine without removing duplicates.
IJzeful for gene zequence charts from multiple queries.

Advanced...

© 2020 BizInt Solutions, Inc | www.bizint.com




Match records by Tools | Identify Common Patent Families

Patent Family
| kina | Date

 Links rows in the chart based Dasbaze | Commonramiy

1520140356959

b l 2 ) b X Derwent World US 2014356956 A1 20141204
on publication numbers 1n
families
Derwent Waorld USs 2014356956 520140356956 A 20141204
() Rel I |e| I |ber: Patents Index A2 2014121
n s Wo2014197568 X 20150212
Common Family is a sort key sl ol e
FAMPAT USs 2014356956 A 2014-12-04
A 2014-12-04
B2 2016-02-23
GOPAT Gold+ UsS 2014356956 Us20140356959 20141204
Proteins
GQPAT Gold+ USs 2014356956 US20140356956 20141204
Proteins
PatBase US 2014356956 US 2014356959 o 2014-12-04
US 2014356956 A 2014-12-04
Al 2014274939 A 2014-12-11
WO 14197568 AZ 2014-12-11
WO 14197568 A3 2015-03-12
CAZ2014638 A 2015-12-04
KR 20160014026 A 2016-02-05

© 2020 BizInt Solutions, Inc | www.bizint.com




Common Patent Family

Patent Fa

Commaon Family

« Remember that Common Family T ey

is simply a sort key o o
* You can edit the assigned values

* You can paste another field into e
Common Fam]ly Column Properties...

Row Properties...

« Patent Number - group by publication

Hide Row

« Sequence ID - group by sequence

Hide Column

I- M 1= M 1=

Sort...
Statistics..!

Highlight cells

© 2020 BizInt Solutions, Inc | www.bizint.com



..
Send to Reference Rows

* Save the combined chart first g —
* File | Send to Reference Rows )

* On the first step of the wizard,  cetcrmcronia
do NOT select “Regenerate” Y o
if you have modified T Reference Rows Wizard
Common Family el

- Bizlrt Smart Charts Reference Rows offers the ability to create 2
i "Reference Fow'' which combines infarmation from a zet of related

records into a single row. The Create Reference Rowes Wizard will help
you create and set up rules for Reference Bows.

|
B "‘ ) MOTE: Reference Rows are bazed on the Common FPatent Family
. 3 caluran it your repart. You can regenerate this colurn now.

L]
i -
-I

Click Mewxt to continue.

| Memnt » | | Cancel |

© 2020 BizInt Solutions, Inc | www.bizint.com



..
Standard behavior - fill in the blanks

* Check marks show representative values for each group

2 | Broadly neutralizing antibody 4" EP 3525813 W' FAMPAT INTEGRATED %" EP 3525813 A1 ALIVE PEMDING 2037-10-09 4"
1 | targeting the ebolavirus BIOTHERAEPUTICS WO 201871345A1 DEAD LAPSED 2020-04-11
glycoprotein internal fusion loop UNIVERSITY OF U3 20200040065 ALIVE PEMDING 2037-10-09
MARYLAMD Al
CH110087677A  ALIVE PEMDING 2037-10-09 P ~
2 | BROADLY NEUTRALIZING EP 3525813 GOPAT Gold+ {  HCDR2 W' Q- CHIDHSASTHY!
2 | ANTIBODY TARGETING THE Proteins (NN NNNANANAN
EBOLAVIRUS GLYCOPROTEIN 3: CEHIDNSASTHYT
INTERHAL FUSION LOOP
7 | BROADLY NEUTRALIZING EF 3525813 GOPAT Gold+ HCDR2 Q: CHIDHSASTHY!
3 | ANTIBODY TARGETING THE Proteins (NN NNNANANAN
EBOLAVIRUS GLYCOPROTEIN 5z CHIDNSZSTHYT
INTERHAL FUSION LOOP
2 | Wide neutralizing antibodies EP 3525313 GOPAT Platinum HCDRZ Q: EHIDNSASTHYD
4 | targeted to internal fusion rings of Proteins NNN NN ANNNN R
Ebola virus glycoproteins 5: CGHIDNS2STHYT
7 | BROADLY NEUTRALIZING EF 3525813 GOPAT Gold+ LCDR3 ol QOHNTLELT
5 | ANTIBODY TARGETING THE Proteins FEEErrrnd
EBOLAVIRUS GLYCOPROTEIN 5: QEHNTLELT !
INTERHAL FUSION LOOP
2 | BROADLY NEUTRALIZING EP 3525813 GOPAT Gold+ LCDR3 Q- QOHNTLELT
5 | ANTIBODY TARGETING THE Proteins FEEErrrnd
EBOLAVIRUS GLYCOPROTEIN 5z QUHNTLELT !
INTERHAL FUSION LOOP
2 | Wide neutralizing antibodies EP 3525813 GOPAT Platinum LCDR3 Q- QUHNTLDLT ¢
7 | targeted to internal fusion rings of Proteins FTTEELTT
Ebola virus glycoproteins 5z QUHNTLELT

© 2020 BizInt Solutions, Inc | www.bizint.com
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Show all Query IDs for a Family

® Qu [v] 1 Coam Idantifiar I cubinet n.
 Edit Column Rule for Query ID R o
g O Column Properties...
* Choose Summarize Unique Values
" HCDR2 Sort...
Colurn Rule - Query ID Statistics...
Query 1D L
Choose how Reference Rows will zelect data for this column, SRz 2 Ctri+L
Find... Ctrl+F
Selection Fule: |Use database ranking j Find Mext F3
b atch column: E:ﬁigsitg?a‘?:e ranking Replace.. Crl+R

Latezt Date = =
kst Content [characters)
Least Content [characters)
bzt Content [linesz)

Highest Development Phasze
tozt Recently Updated
tatch Colurmn

he which value ko

D atabase Ranking for

Highest Mumber

FatBaze
CAS Biosequences

© 2020 BizInt STtTCions, mc

Lozt Murnber

Clozest to Zero

o Status

Summarize All Y alues
Summarize Unigue Values
Select Mew Publications

Cancel




Summarize Unique Values

* Cell Glyph Changes
« Export or Statistics to see value

N LCOR1
) HCDR3
4" LCDR1 HE W02018071345-00064" HCDR2
Q: 1 RASQSISHNNLEL 11 W | 1
[RRRRRRNARN LCDR3
5: 1 BASQSISHNNLAE 11 HCDRA
Q: 1 DEGFTIFGVVITSWSGLDS  HCDR3 H W02018071345-0005 1 LCOR2
13 LC-
(NRRRRRNARRRRRRRRER
S: 1 DEFGFTIFGVVITSWSGLDS Ebola
15 HC-
- Ehola
Q: 1 DEGFTIFGVVITSWSGLDS | HCDR3 Ht Wo2018071345-0001
15
(NRRRRRNARRRRRRRRER
5: 599 DPGFTIFGVVITSWSGLDS
117
Q: 1 GNIDNSASTNYNPSLKT 17 HCDR2 Ht wWo2018071345-0004
(NRRRRRNRRRRNRRAY!
S: 1 GNIDNSASINYNESLKT 17
Q: 1 CHNIDNSASTNYNPSLET 17 HCDR2 H Wo2018071345-0001
(NRRRRRNRRRRNRRAY!
5: 50 CGNIDNSASTNYNPSLET &€

- PR e R ] Ak A AANANATANAE AAnn
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Create Subtable to Summarize Sequence Results

T LCDRA Ht W02018071345-00064" 100.00 "

« But that solution only gives a list of Query IDs
associated with the family - it doesn’t tell you weom = wowmrmsms e
which sequence was returned with each query.

HCDR3 Ht Wo2018071345-0001 14.84
HCDR2 st Wo2015071345-0004 100.00
HCDR2 H Wo2018071345-0001 13.28
LCDR3 Ht WO02018071345-0008 100.00
LCDR3 Ht Wo2018071345-0002 8.49

© 2020 BizInt Solutions, Inc | www.bizint.com



Create Subtable to Summarize Sequence Results

* The answer is to create a table showing data from
different sequence hits.

H p ‘.ﬁ-{@ﬂﬁﬂ?ﬂ-’lﬁa-{rmﬂ LCDR1 100.00 52
» Complete steps are available in a I R L}
recipe at bizint.com/piugbio : A BT I}
* Create subtable from columns LTI T N}
» Change rule to Summarize All Values — Fooerssems e o

o EXpO rt Wos0ia07 3450001 G Ebeia T To000 T ats

© 2020 BizInt Solutions, Inc | www.bizint.com
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Key Tips of Summarized Subtable

 Rename columns before creating subtable
you can’t change them after the fact

* It is best to include a column which helps identify
the data in each row (Sequence ID in the example)

* Fixed Width property of the Alignment column
doesn’t work in a subtable

© 2020 BizInt Solutions, Inc | www.bizint.com



1 Tisle AmBibodisc sguinct 1 and uesc thereot

Commea Famile

Summary Records export

* A Word export containing
content of the chart, full
claims set, full alignment —

MosTaiizad:

from selected records ==

* Yellow section contains
columns of the chart

 Green section can contain

UnlSial Subtatde

one alignment, one full set SlE
of claims -

EFz4EsIEE)

1. A TRaFHlios ligand 1 (TL12) binding pmbsin comprsing 2 o fewer consernalive of RoRCoRSeralive aming
compared 10 & TL1a binding probein comprising & Ry chaln vasable reglhon (VH)
comprsing B seguance sat foeth In S50 MO 155 and = light chaln vasaiie rglhon (VL) compesing e

acid seosiutons

EF ITE0EES

JF 2014521210
AU 201ZE154T4
AU 201ZE15474

L 321777

L]

L 221777

B 101582855
B 20140109737
EA 2508

EA 201400250
ZA 40 EeE
CA ZE50543

CN 104114577
W0 20 00EEES
M 20 4000 25
ER 112014007428 Ad
ER 112014007425  AZ

TEVA FHARMACSUTICALS

L F L F L FL  FY

Fub Mo ataie
EF ITEOEES A1 A
EF 3455355 A1 =
WD DTS AT AT!

LS 201S0EES104 A1
JE 201451210 A
ICA 2250543 A1

N 104114577 A
DL S0 4O0EEES A
ZA Z01401E4E B

P S0 400 S5 A
AL 201ZE154T4 A
BR 112014007425 A1 AL
L 3E17T7T A AL
BR 20140109727 A AL
EA 201 400250 Ad ALNE
LCDR

2aq. ID Humbsr

W

.GI

4444141404

Dale
20 400
01515
015012
20130404
I1E11-T
141127
I T-A0-2E
014020
01521
20140528
01S-0EET
201 4020
SOTOH-T
20 4020
e baeree]
20120404
014022
0141205
Freal-gep-r
I1TOE14
115

EFZ4SERES-00S LEDRA

RRSJSISIBLA 11
(RRRRRRRRNY]
RRSJSISIBLA 11

sequence sef ok In SEQ D MO 1550

2. A TL1a birding peobel
Idenfical bo SEQ D MO

4. A TL1a birding probein compasing & VH af least S0% idenlical o 3EQ D RO and & VL af leaxh S0%

Idniical ho SEQ ID NOE.

© 2020 BizInt Solutions, Inc | www.bizint.com

Expiry
SC1EHDS
SOEIOESE
A50E-20
S0EE0EEE
017005
SOE20-28
TA1-07
SOEIOESE
SOEIOESE
SOEIOESE
SOEI0E-EE
S0EE0EEE
S0EI0E-2E
SOE20-28
SOEI0E-2E

2%ID
10000

I comprsing & VH &t least 59% denlical o SEQ D NOC1SE and & VL &f leaxh 59%
155,



Resources

* bizint.com/tips for links to key documentation
 Bizlnt Smart Charts for Patents Mini Guide
* bizint.com/piugbio for the recipe handout

© 2020 BizInt Solutions, Inc | www.bizint.com



BizInt Smart Charts

for Patents
VERSION E

Thank you!

THE JOURNEY CONTINUES...

www.bizint.com



BizInt Smart Charts

for Patents

MARPAT Design Workshop

THE JOURNEY CONTINUES...

Wednesday, June 3 8:30 PT
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