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Summarizing Sequence Locations in a Family

In this example, we've used two new features in BizInt Smart Charts Reference Rows -- the “Create
Subtable from Columns” tool and “Summarize All Values” rule -- to create a subtable summarizing key
columns for sequences grouped by the Common Patent Family tool.

Subtable summarizing related

sequences.
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Summarizing Sequence Locations in a Family - How did we create this?

Searches:

B GenomeQuest — sequence search from GQPAT and/or GENESEQ.

m Orbit.com — families corresponding to the sequences.

Bizint Smart Charts for Patents (Version 3.5.6 or higher)

1. Import each set of results into BizInt Smart Charts for Patents to create .CHP files.
Use the File | Combine fature to create a single combined chart. Run the Identify Common Patent Families tool.
Display the Sequence ID and Patent Sequence Location columns (View| Columns).

2
3
4. Change the title on the Patent Sequence Location column to “Location” (by double-clicking on the column header).
5. Save the .CHP file.

6

Send the chart to Reference Rows using the toolbar icon (or File menu entry).

Bizint Smart Charts Reference Rows (Version 1.0.6 or higher)

7. During the Create Reference Rows wizard, make sure that FAMPAT is listed as the first database.

8.  When the wizard finishes, run the “Create Subtable from Columns” tool.

9. Select the Sequence ID and Location columns in that order and press Apply. A new column will be created.
10. Rename the new column from “Untitled Subtable” to “Patent Sequence Location”.

11. Hide the original Sequence ID and Location columns.

12. Change the Column Rule for the new column to “Summarize All Values”.

13. Export the report to HTML in order to see the subtable column summarizing the Sequence ID and Location data.
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